Base pairing sequences are shown in regular text. The mismatched sequences are shown in italics. The triple stranded formation region is emboldened.
Supplementary information
Enhancement TTT TGA TAG CTT CAA GCC AGA GTT GTC TTT TTC TAT CTA CTC TCA TAC  AAC CAA TAA ATG CTG AAA TGA ATT CTA AGC GGA GAT CGT CTA GTG ATT  TTA A 3ʹ   2 base proximal mismatch  5ʹ TTT TGA TAG CTT CAA GCC AGA GTT GTC TTT TTC TAT CTA CTC TCA TAC  AAC CAA TAA A CA CTG AAA TGA ATT CTA AGC GGA GAT CGT CTA GTG  ATT TTA A 3ʹ   6 base proximal mismatch  5ʹ TTT TGA TAG CTT CAA GCC AGA GTT GTC TTT TTC TAT CTA CTC TCA TAC  AAC 
